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Recommendation Algorithm for Drug Repositioning Based on
Multi-similarity Fusion
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Abstract ; Drug repositioning algorithms can provide theoretical support for discovering new uses of drugs. To overcome the shortcomings
of traditional drug relocation recommendation algorithm, we propose a drug repositioning recommendation ( MSF) based on multi —
similarity fusion. Disease similarity is calculated by drug—disease data sources,and then three similarities are fused into drug similarity by
drug—chemical structure ,drug—target protein and drug—side effect data sources. Finally,two similarities are used to calculate the predicted
value and fuse it into the final predicted value. The experiment shows that compared with SLAMS and DRCFFS ,MSF has a greater im-
provement in accuracy and recall rate. Compared with collaborative filtering algorithm for a single data source, the reliability and

accuracy of predicted values are further improved by fusing multiple data sources. Case analysis shows that MSF can effectively predict

drug—disease combination with therapeutic effect.
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